20

40
Value

60

F6488.S01
F6488.502
F6488.S03
F6488.S04
F6488.S05
F6488.506
F6488.S07
F6488.508
F6488.S09
F6488.S10
F6488.S11
F6488.512
F6488.S13
F6488.514
F6488.S15
F6488.516
F6488.S17
F6488.S52
F6488.S53
F6488.S54
F6488.S55
F6488.S56
F6488.S57
F6488.S58
F6488.S59
F6488.S60
F6488.561

Samples

Group

@D saliva Healthy Control
@D Feces Healthy Control

Solobacterium
Peptostreptococcaceae_[XI][G-1]
Ruminococcaceae_[G-1]
Selenomonas

Bergeyella

Oribacterium

Gemella
Atopobium_Lancefieldella
Veillonella
Saccharibacteria_(TM7)_[G-3]
Actinomyces
Actinomyces

Gemella

Haemophilus

Neisseria
Capnocytophaga
Schaalia
Actinomyces_Schaalia
Lachnoclostridium
Blautia

Agathobaculum
Parabacteroides
Erysipelatoclostridium
Lactobacillus
Lacrimispora
Eubacterium
Coprococcus

Roseburia
Subdoligranulum
Fusicatenibacter
Alistipes

Dorea

Phocaeicola

Oscillibacter

Sporobacter
Lacnoclostridium
Bacteroides

Lachnospira

Eubacterium

Blautia

Ruminococcus
Faecalibacterium
Saccharibacteria_(TM7)_[G-1]
Peptostreptococcus
Porphyromonas

Rothia

Granulicatella

Rothia

Prevotella

Streptococcus

Genus



